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<210> 
<211> 
<212> 
<213> 



533 
PRT 

Artificial Sequence? 



<220> 
<221> 
<222> 
<223> 



product= "Xaa is' Asp or Glu" 
/label= Xa/al 



<221> 
<222> 
<223> 



product= "Xaa' is Gly or Gin" 
/label=/ Xaa2 



<220> 
<221> 
<222> 
<223> 



SITE 

66 , 

product= "Xaa is He or Val 
/labeD.= Xaa3 



<220> 
<221> 
<222> 
<223> 



SITE 
75 

product= f'Xaa is Leu or Ala" 
/laBel= Xaa4 



<220> 
<221> 
<222> 
<223> 



SITE / 
107 / 

product^ "Xaa is Asp-Arg or 
mils sing" 
/liabel= Xaa5 



<220> 
<221> 
<222> 
<223> 



SITE 
113 

produdt= "Xaa is Asn or Thr 
Jlabel= Xaa6 



<220> 
<221> 
<222> 
<223> 



SITE / 

product= "Xaa is Pro or Thr 
/label= Xaa7 / 



<220> 
<221> 
<222> 
<223> 



SITE 

product= "Xaa is Asp ojc Giu 
/label= Xaa8 



<220> 
<221> 
<222> 
<223> 



SITE 

product= "Xaa is Sep or Thr 
/label= Xaa9 



m 



<220> 
<221> 
<222> 
<223> 



<220> 
<221> 
<222> 
<223> 



SITE 

product= "Xaa is/Phe or Tyr" 
/label= XaaflO 



SITE 

product= "Xaa /is Thr or Ala 
/label= Kaall 



<220> 
<221> 
<222> 
<223> 



SITE 

product= "Xia is Ala or Tyr 
/label/= Xaal2 



<220> 
<221> 
<222> 
<223> 



SITE 

product= /'Xaa is Tyr or Asp 
/lab'el= Xaal3 



<220> 
<221> 
<222> 
<223> 



SITE / 

product/* »xaa is Ala or Glu" 
/l'abel= Xaal4 



<220> 
<221> 
<222> 
<223> 



SITE 

product- "Xaa is Val or Met" 
//label= XaalS 



<220> 
<221> 
<222> 
<223> 



SITEl 

product- "Xaa is He or Phe" 
/label= Xaal6 



<220> 
<221> 
<222> 
<223> 



SITE 
224 

product= "Xaa is Pro or Ser" 
/label- Xaal7 



<220> 
<221> 
<222> 
<223> 



SITE 
225 

product- "Xaa is Pro or Thr" 
/label= Xaal8 



<220> 
<221> 
<222> 
<223> 



SITE 
232 

product= "Xaa is Thr or Sefr" 
/label= Xaal9 



<220> 
<221> 
O <222> 
S <223> 



SITE 
236 

product= "Xaa is Asp fir Ser" 
/label= Xaa20 



<220> 
<221> 
<222> 
<223> 



SITE 
287 

product= "Xaa is /Asn or Ser" 
/label- Xaa/21 



<220> 
<221> 
<222> 
<223> 



<220> 
<221> 
<222> 
<223> 



m 
o 



SITE 
290 

product= "Xaa/ is Cys or Arg' 
/Iabel=/Xaa22 



SITE 
325 

product- 7Xaa is Gly or Asn" 



<220> 
<221> 
<222> 
<223> 



SITE 
364 

produc/t- "Xaa is Gly or Asp" 
/label= Xaa24 



<220> 
<221> 
<222> 
<223> 



^fduct- "Xaa is Gly or Gin" 
/label= Xaa25 



<220> 
<221> 
<222> 
<223> 



/product- "Xaa is Val or Asp" 
/label= Xaa26 



<220> 
<221> 
<222> 
<223> 



product= "Xaa is Gin or Lys"/ 
/label= Xaa27 / 



<220> 
<221> 
<222> 
<223> 



SITE / 
442 /. . „ 

product= "Xaa is Gly or missing 
/label= Xaa28 



<220> 
<221> 
<222> 
<223> 



SITE 

443 , 
product= "Xaa is Arg/or Lys 
/label= Xaa29 



<220> 
<221> 
<222> 
<223> 



SITE 
464 



act= "Xaa is 
/label= XaaSO 



<220> 
<221> 
<222> 
<223> 



SITE 

480 . „ 

product= "Xaa Ls Ala or Gly 
/label= Xaa 



o 



m 
o 



<220> 
<221> 
<222> 
<223> 



<220> 
<221> 
<222> 
<223> 



SITE 

product= "Xia is Gly or Ala 
/labe^= Xaa32 



SITE 

product= /'Xaa is Ser or Gly 
/label= Xaa33 



<220> 
<221> 
<222> 
<223> 



SITE 
484 , 

products "Xaa is Gly or Ser 
Aabel= Xaa34 



<220> 
<221> 
<222> 
<223> 



SITE / 

prodLt= "Xaa is Gly or Tyr" 
' /label= Xaa35 



<220> 
<221> 
<222> 
<223> 



prc/duct= "Xaa is Asn or Ser Thr or Leu" 
/label= Xaa36 





<220> 




<221> 




<222> 




<223> 




<220> 




<221> 




<222> 




<223> 




<220> 




<221> 




<222> 




<223> 




<220> 




<221> 


o 


<222> 


i 


<223> 


G 




y> 


<220> 


«■ 


<221> 


CP 






<223> 


i* 




PI i 






<400> 


5 




tn 













SITE 

product= "Xaa is Ser or Gly" 
/label= Xaa37 



SITE 

502 i „ 

product= "Xaa is Leu or P^o 
/label= Xaa38 



SITE 
503 

product 



"Xaa is Ala br Met" 



/label= Xaa39 



SITE 

504 , „ 

roduct= "Xaa is ifet or Val 
/label= Xaa4/ 



pro' 



SITE 

P roduct= "Xaa i/s Pro or Phe 
/label= X&a41 



Tyr 01 u AT, A,, A„ *! Thr His sin Thr Thr Cly Xaa S lu 

■ r Ph. Ar g Phe X J Thr Leu Leo Ar g Asp Tyr Val Ser Ser 01, Ser 

Phe S.r Asn l x/e Pro I« Lj» «, oln ser Thr II. P.- val Ser 

A sp *la Sin Ara rfh. val ,.u V,l Slu Leu Thr Asn Gin S ly Xaa Asp 

50 / 55 

ser xaa Thr Ala^a XI. Asp V.1 Thr Asn Xa, Tyr Val Val Al. Tyr 

31„ Ma sly *.* ser Tyr Phe Leu Ar g Asp Al. Pro Ar, Sly Ala 

01 „ Thr Hi. I l Thr Sly Thr Thr Ar, Xaa Ser Ser Lju Pro Phe 

X aa Sly ser L Xaa Asp Xeu Slu Aro Tyr Ala Sly His Ar 9 Asp Gin 

115 iZU 

/ ti a n n ser Val Xaa Ala Leu Arg 

He Pro Leu Gly He Xaa Gin Leu lie Gin Ser Val 



Xaa Pro Gly Gly S. 
145 



a r Thr Arc, Xaa Gin Ala Ar, S.r II. Leu He L.u 



„. Gin He, He ,.r Glu Ma Al, *r, - »- - Xl,e L.u Trp Ar, 

165 1 / 

v» a Ser Phe Leu/Pro Asp Xaa Tyr 
He Asn Ser Gly Xaa ber t-ne / 



Xaa Arg Gin Xa< 



Met Glu L eu Glu Thr S.r «P 31V Gin Gin ^ Thr - »1 Gin 

195 ^ UU / 

7\ = n Pro Xai Arq Leu Ala He Xaa 
His Ser Thr Asp Gly Val Phe Asn Asn Pro X*a 



Xaa 
225 



G1Y Asn Ph. Val Thr L.eu Kaa Asn Val/U Xaa Val He Ala S.r 



Pro Ser Ser Ser Asp 



L eu Ala He Met Leu Phe Val Cys Gly rfu Arg 

r v*l He Arq/Pro Val He Ala Asp Asp Val 
Val Arg Tyr Trp Pro Leu Val He Arg/ 27Q 
260 

ys ser Ala Mr Glu Pro Thr v/l Ar, He Val 31, Ar, Xaa Sly 



Met Xaa 
290 



Val Asp Val Arg Asp AspLp Phe His Asp Gly Asn Gin He 



ln Leu Trp Pro Ser Lys Ser AsA Asn Asp «o ~« 



o 



305 

He Lys Arg Asp 



Xaa Thr He L Ser Asn Gly Ser Cys Leu Thr Thr 



Tyr Gly Tyr Thr Ala Gly Val/ Tyr Va 



Val Met He Phe Asp Cys Asn Thr 



345 

n * la Thr Il/e Trp Gin He Trp Xaa Asn Gly Thr He 
Ala Val Arg Glu Ala Thr I .ye itp 365 
355 

„. As„ Pro Ar, S.r Asn Jau Val ,.u Ala Ala Ser Ser 01, He W . 

sly Thr T h r Leu Thr Val/sln Thr Leu Asp Tyr Thr Leu Gly Gin Gly 

385 , 

la*. .i, Pro Ara Glu Val Thr He Tyr Gly 
la Gly Asn Ask Thr Ala Pro Arg 



Trp 



Leu Ala Gly - 



405 



Ph. Ar, Asp L.u Cys ft Glu Ser Asn Ka, Sly Ser Val Trp Val Glu 

420 / 4ZD 

/ rin Xaa Xaa Trp Ala Leu Tyr Gly 

Thr cys Xaa Ser Ser/sin Xaa Asn Gin Xaa P ^ 

435 ' 44U 



Asp Gly S< 
450 



,.r He Ar/ ^ G1 " feS " U X " 



Gly Arg Asp Ser Val Ser Thr Val II- 



e Asn He Val Ser Cys Ser Xaa 



xaa S „ xaa xaa oln «, -P v.l -a ^ As* 01 u Xaa M a XI. - 

485 / 



Asn Leu Lys Xaa Xaa Xaa Xa 
500 



a Xaa Asp Val Ala Gin/Ala Asn Pro Lys 



Leu Arg Arg 
515 



u. ii. ii. T,r »» «• 01 Y** G1 " M " 



Trp Leu Pro Val Xaa 
530 





<210> 




<2H> 




<212> 




<213> 


Q 








m 




o 


<220> 




<221> 


pi 


<222> 




<223> 








<220> 




<221> 


s 


<222> 




<223> 


CP 




5 






<220> 




<221> 




<222> 



255 
PRT 

Artificial Sequence 



product= "Xaa is Asp or < 
/label= Xaal j 



<220> 
<221> 
<222> 
<223> 



<220> 
<221> 
<222> 
<223> 



product= "Xaa is /Gly or Gin" 
/label= Xaa'2 



SITE 
66 



p ,_ct= "Xaa 7 is He or Val" 
/labely Xaa3 

/ 

SITE / 

product- /xaa is Leu or Ala" 
/la<bel= Xaa4 

/ 

SITE / 

P roduct= "Xaa is As P -Arg or missing" 
/ /label= Xaa5 



<220> 
<221> 
<222> 
<223> 



SITE 
11,3 

product= "Xaa is Asn or 
I /label= Xaa6 

/ 

/ 



<220> 
<221> 
<222> 
<223> 



product= "Xaa is Pro or Thr" 
/label= Xaa7 



<220> 
<221> 
<222> 
<223> 



SITE 

product= "Xaa is Asp or Glu 
/label= Xaa8 



<220> 
<221> 
<222> 
<223> 



SITE 
141 

product= "Xaa is Ser or Thr/ 
/label= Xaa9 



<220> 
<221> 
<222> 
<223> 



<220> 
<221> 
<222> 
<223> 



SITE 

145 L m - 

product= "Xaa is Phe ot Tyr 
/label= XaalO 



SITE 

product= "Xaa is T<hr or Ala 
/label= XaalA 



H- <221> 
O <222> 
O <223> 

m 
O 

<220> 
!tef <221> 
<222> 
<223> 



SITE 

177 / ~ " 

products "Xaa fs Ala or Tyr 
/label= Xaal2 



SITE 

180 , 
product= "xAa is Tyr or Asp 
/label= Xaal3 



<220> 
<221> 
<222> 
<223> 



SITE 
185 

product=/"Xaa is 

/la'bel= Xaal4 



Ala or Glu" 



<220> 
<221> 
<222> 
<223> 



SITE 

produdt= "Xaa is Val or Met' • 
Habe^ Xaal5 



<220> 
<221> 
<222> 
<223> 



product= "Xaa is He or Phe" 
/label= Xaal6 



9-37 



© 

in 

m 

Si 



<220> 
<221> 
<222> 
<223> 



<220> 
<221> 
<222> 
<223> 



<220> 
<221> 
<222> 
<223> 



<220> 
<221> 
<222> 
<223> 



SITE 
224 

product= "Xaa is Pro or Ser 
/label= Xaal7 



SITE 

225 „ 
product= "Xaa is Pro or Thr 
/label= XaalS 



SITE 
232 

product= "Xaa is 



Thr or Ser" 
/label= Xaal9 



SITE 

236 , 
product= "Xaa is Asp or Ser / 
/label= Xaa20 



Tyr Glu Arg Leu Arg Leu Arg Va/ Thr His Gin Thr Thr Gly Xaa Glu 
1 5 / 

Tvr Phe Arg Phe lie Thr Leu /eu Arg Asp Tyr Val Ser Ser Gly Ser 



a 

O 



er Asn Glu lie Pro U Leu Arg Gin Ser Thr lie Pro Val Ser 



ASP Ala Gin Arg Phe Val Leu Val Glu Leu Thr Asn Gin Gly Xaa Asp 

50 , 55 
Ser Xaa Thr Ala Ala IleLp Val Thr Asn Xaa Tyr Val Val Ala Tyr 
65 70/ 75 

Gin Ala Gly Asp Gin Se/r Tyr Phe Leu Arg Asp Ala Pro Arg Gly Ala 

85 / yU 
Glu Thr His Leu Phe L Gly Thr Thr Ar, X a, s.r Ser Leu Pro Phe 

100 / 1U3 

X ,a Gly ser Tyr X.aLp Leo Glu Arg Tyr Ale Gly Hi. Arg Asp Gin 

115 / 120 ' 

He Pre Leu Gly if X,, Gin Leu He Gin Ser Val Xaa Al. Leu Arg 

130 / 135 

X.a Pro Gly Gly s'er Thr Ar, Xaa Gin Al. «| Ser He Leu He Leu 

He Gin Met II. L =lu Ala Ala Arg Phe Asn Pro He L.u Trp Arg 



<221> 
<222> 
<223> 



SITE 

170 „ 
product= "Xaa is Gin or Lys 
/label= Xaa7 



fTl 

Q 



<220> 
<221> 
<222> 
<223> 



<220> 
<221> 
<222> 
<223> 



<220> 
<221> 
<222> 
<223> 



<220> 
<221> 
<222> 
<223> 



SITE 
173 



product- "Xaa is Gly or missirtg" 
/label= Xaa8 



SITE 

product- "Xaa is Arg or 
/label= Xaa9 



SITE 

195 , 
product= "Xaa is Cys cfr Ser or 
/label- XaalO 



SITE 
211 



product 1 



/label= Xaai: 




"Xaa is Ala or Gly 



<222> 
<223> 



<220> 
<221> 
<222> 
<223> 



roduct= "Xaa if Gly or Ala 
/label= Xa(al2 



SITE 

product- "Xaa/ is Ser or Gly 
/Iabel=/Xaal3 



<220> 
<221> 
<222> 
<223> 



SITE 

215 / e „ 

product- "fa is Gly or Ser 
/labei- Xaal4 



<220> 
<221> 
<222> 
<223> 



product=/"Xaa is Gly or Tyr" 
/lafoel= Xaal5 



<220> 
<221> 
<222> 
<223> 



product "Xaa is Asn or Ser or Thr or Lys" 
/label- Xaal6 



id 

CP 
£3 



TT 



<221> 
<222> 
<223> 



<220> 
<221> 
<222> 
<223> 



<220> 
<221> 
<222> 
<223> 



<220> 
<221> 
<222> 
<223> 



<220> 
<221> 
<222> 
<223> 



SITE 
232 

product= "Xaa is Ser or Gly" 
/label= Xaal7 



SITE 
233 

product= "Xaa is Leu or Pro 



/label= Xaal7 



SITE 
234 

product= "Xaa is Ala or Met 
/label= Xaal9 



SITE 
235 

product= "Xaa is Met or Val 
/label= Xaa20 



SITE 
264 

product= "Xaa is Pro or 
/label= Xaa21 




Asp Asp Val Thr 
1 

Arg Xaa Gly Met 
20 

Asn Gin lie Gin 
35 

Leu Trp Thr lie 
50 

Leu Thr Thr Tyr 
65 

Cys Asn Thr Ala 



Gly Thr lie lie 
100 

Gly He Lys Gl; 
115 

Gly Gin Gly T^p 
130 

He Tyr Gly /Phe . 



Cys Ser 
5 



Thr Ala Pro 
140 



Leu Cys Met 



Ala Ala Ser Ser 
110 

Asp Tyr Thr Leu 
125 

Arg Glu Val Thr 
Xaa Gly Ser Val 



s 

p 
11 



Trp V,l Slu Thr Cys K,. Ser S.r Sin Xaa Asn 01. Xaa Xaa/ T rp Ala 

Leu Tyr Sly Asp Sly ser He Aru Pro Lys Gin Asn Sin ip Ola cys 

180 185 / 

L.u Thr Kaa sly Aro Asp S.r Val Ser Thr Val He Asn He Val Ser 



Cys Ser Xaa Xaa 



Ser Xaa Xaa Gin Arg Trp Val Phe Thr Asn Glu Xaa 



Ala 
225 



II. Leu Asn Leu Lys Xaa Xaa Xaa Xaa Xaa As/ Val Ala Sin Ala 



Asn Pro Lys 



Tlo T1 _ tie Tvr Pro Ala Thr Gly Lys Pro 
Leu Arg Arg He He He iyr r ^ 



sn Gin Met Trp Leu Pro Val Xaa 
260 



<210> 
<211> 
<212> 
<213> 



531 
PRT 

Artificial Sequence 




?I Slu Arg Leu Arg Leu Arg Val Th'r HI. Sin Thr Thr Sly Slu Slu 

Tyr Phe Arg Phe He Thr Leu Leu/rg Asp Tyr Val S.r Ser Sly Ser 

20 / " 

Phe Ser Asn Slu He Pro Leu L,u Ar, Sin Ser Thr lie Pro Val Ser 

As p Ala Sin Arg Phe Val L.u /al Slu Leu Thr Asn Sin Sly Sly Asp 

,« H Thr Ala Ala He As/val Thr Asn Leu Tyr Val Val Ala Tyr 

Sin Ala Sly Asp Sin Ser T.yr Phe Leu Arg Asp Ala Pro Arg Sly Ala 

Slu Thr His Leu Phe Thr/sly Thr Thr Ar, S.r Ser Leu Pro Phe Asn 

100 / 10i3 

to/, rlu Ara Tyr Ala Gly His Arg Asp Gin He 
Gly Ser Tyr Pro Asp Leu Glu Arg iyr ^ 

115 / 120 

PE o Leu Sly II. Asp L Lsu He Sin S.r Val Thr Ala Leu Ara Phe 

130 / 135 

Pro Gly Gly Ser Thr/ Arg Thr Gin Ala Arg Ser He Leu He Leu He 



14-37 



Gin H.t II. \.r Glu Al. Al. Ara Phe Asn Pro II, Leu Trp Ara Ala 

\ 165 1/U 

\ , c ^ r1v Ala ser Phe Leu Pro Asp Val Tyr Met 
Arg Gin Tyr Il\ Asn Ser Gly Ala Ser rne ^ 
180\ la:5 

rl j , rln \hr ser Trp Gly Gin Gin Ser Thr Gin Val Gin His 
Leu Glu Leu Glu Thr i>er irp « y 2Q5 



Ser Thr Asp Gly Val Phe 



Asn Asn Pro He Arg Lei 



u Ala He Pro Pro 



Sly Asn Ph« v,l Ihx Vj Thr Asn Val Ara A»p Val II. Ala s.r Leu 

7a He M« L.U Ph. v\cys Gly Glu Ara Pro Ser S.r S.r «p Val 

Tyr Trp Pro L.u Val Ara Pro Val II. Ala Asp Asp Val Thr 

260 \ 263 

.« Ala S.r Glu Pro ThrWl «. Ile V ^ ^ "f ^ ^ 



Cys Si 



cys val ASP Val Ara Asp Asp As» Phe His Asp Gly Asn Gin II. Gin 
Pro Ser Lys S.r Asn Asn\sp Pro Asn Gin L.U Trp Thr II. 



Lys Arc Asp Gly Thr He Ara S.r AsV Gly S.r Cys L.u Thr Thr Tyr 



Gly Tyr Thr Ala Gly Val Tyr 



Val Met \le Phe Asp Cys Asn Thr Ala 



Glu Ala Thr He Trp 



He Trp Gin He Tr\ Gly Asn Gly Thr He He 



Asn Pro Arg Se 



r Asn Leu Val Leu Al, Ala kr S.r Gly lie Lys Gly 



„r Thr Leu Thr Val Gin Thr Leu Asp Tyr ThrVeu Gly Gin Gly Trp 



385 



390 



Ala Gly Asn Asp Thr Ala Pro Arg Glu 
405 4iu 



Val Ar He Tyr Gly Phe 



415 



«, Asp Leu cys „.t Glu S.r Asn Gly Gly Ser ValVrp Val Glu Thr 

420 4 " \ 

C ys V,l S.r S.r Gin Gin Asn Gin Ara Trp Al. Leu A Gly Asp Gly 
435 440 \ 



Ser He Arg Pro Lys 
450 



Gin Asn Gin Asp Gin Cys Leu Thr Vys Gly Arg 



455 



460 



A sp S.r V.1 S.r Thr Val II. Asn II. Val S.r Cys S.r Ala\Gly S.r 



Ser Gly Gin Ar<g Trp Val Phe Thr Asn Glu Gly Ala 
\ 485 490 

Lys Asn Gly LeuW Met Asp Val Ala Gin Ala Asn 
500 \ 505 

Arg He He lie TVr Pro Ala Thr Gly Lys Pro Asn 
515 \ 520 



He Leu Asn Leu 
495 

Pro Lys Leu Arg 
510 

Gin Met Trp Leu 
525 



Pro Val Pro 
530 



<210> 
<211> 
<212> 
<213> 



256 

PRT x 
Artificial Sequence 



Tyr Glu Arg Leu Arg Leu Ar\ Val Thr His Gin Thr 
\ 

Tyr Phe Arg Phe He Thr Leu Leu Arg Asp Tyr Val 

20 \ 25 

Phe Ser Asn Glu He Pro Leu Leu\Arg Gin Ser Thr 

or 40 \ 



Thr Gly Asp Glu 
15 

Ser Ser Gly Ser 
30 

He Pro Val Ser 
45 



Asp Ala Gin Arg Phe Val Leu Val G^a Leu Thr Asn 

50 55 \ 

Ser He Thr Ala Ala He Asp Val Thr Asn Ala Tyr 
65 70 \ 75 

Gin Ala Gly Asp Gin Ser Tyr Phe Leu Arg Asp Ala 
85 90 \ 

Glu Thr His Leu Phe Thr Gly Thr Thr Arg Asp Arg 
100 105 \ 

Phe Thr Gly Ser Tyr Thr Asp Leu Glu Arg Tyr\ Ala 

115 I 20 \ 

Gin He Pro Leu Gly He Glu Gin Leu He Gin Ser 

130 135 
Arg Tyr Pro Gly Gly Ser Thr Arg Ala Gin Ala Arg 
145 150 

LeU He Gin Met He Ser Glu Ala Ala Arg Phe Asn 
165 170 

Arg Tyr Arg Gin Asp He Asn Ser Gly Glu Ser Phe 

180 185 
Tyr Met Leu Glu Leu Glu Thr Ser Trp Gly Gin Gin 



Gin Gly Gin Asp 

Val Val Ala Tyr 
80 

Pro Arg Gly Ala 
95 

Ser Ser Leu Pro 
110 

Gly His Arg Asp 
125 

Val Ser Ala Leu 

\Ser He Leu He 
160 

Pro. He Leu Trp 
175 



Leu P50 Asp Met 
190 

Ser Thr Gin 



Gin His Ser 
210 



Asp Gly Val Phe Asn Asn Pro 



Phe Arg Leu Ala lie 



Ser Thr Gly As\ Phe Val Thr Leu Ser Asn Val Arg Ser Val He Ala 
225 \ 230 235 

er Leu Ala He \et Leu Phe Val Cys Gly Glu Arg Pro Ser Ser Ser 



<210> 6 

<211> 263 

<212> PRT 
<213> 



Artificial Sequence 



Asp Asp Val Thr Cys Ser Aa Ser Glu Pro Thr Val Arg He Val Gly 
Arg Asn Gly Met Cys Val AsAval Arg Asp Asp Asp Phe His Asp Gly 



sn Gin He Gin Leu Trp Pro Sea: Ly; 



•s Ser Asn Asn Asp Pro Asn Gin 



Leu Trp Thr He Lys Arg Asp 



Gly \hr lie Arg Ser Asn Gly Ser Cys 



L eu Thr Thr Tyr Gly Tyr Thr Ala Gl\val Tyr Val Met He Phe Asp 
in \ 'J 

Cys Asn Thr Ala Val A„ Glu Ala Thr lie Trp Gin He Trp Gly Asn 



Thr He He Asn Pro Arg S 



er Asn Leu Val Leu Ala Ala Ser Ser 



Gly He Lys Gly Thr Thr Leu Thr Val Gin ThV Leu Asp Tyr Thr Leu 
115 120 \ 

Gly Gin Gly Trp Leu Ala Gly Asn Asp Thr Ala \ro Arg Glu Val Thr 
J i^s 



He Tyr Gly Phe Arg Asp Leu Cys 



Met Glu Ser As\ Gly Gly Ser Val 



145 

Trp Val Glu Thr Cys Val Se 



r Ser Gin Gin Asn Gin AVg Trp Ala Leu 



Iy r Gly Asp Gly Ser He Ar g Pro Lys Gin Asn Gin AspWn cys Leu 

180 185 V 

Thr cy, Gly Arg Asp Ser val Ser Thr Val He Asn lie Va\ Ser Cys 

195 200 



o 
m 



m 



\ 

Ser Ala Gly Ser Gly Gin Arg Trp Val Phe Thr Asn Glu Gly Ala 

210 \ 215 220 

He Leu Asn Leu Ly\ Asn Gly Leu Ala Met Asp Val Ala Gin Ala Asn 



225 
Pro 



230 



Lys Leu Arg Arg Ule He He Tyr Pro 
245 \ 250 

Gin Met Trp Leu Pro Val Pro 
260 



235 

r Pro Ala Thr Gly Lys Pro Asn 



<210> 
<211> 
<212> 
<213> 



264 
PRT 

Artificial Sequend 



\ 



ASP Asp Val Thr Cys Ser Ala\ser Glu Pro Thr Val Arg He Val Gly 
1 5 \ 10 

Ar g Asn Gly Met Arg Val Asp v\l Arg Asp Asp Asp Phe His Asp Gly 

Asn Gin He Gin Leu Trp Pro Ser\ Lys Ser Asn Asn Asp Pro Asn Gin 

35 *~ 
Leu Trp Thr lie Lys Arg Asp Gly \hr He Arg Ser Asn Gly Ser Cys 



i 
i 



Leu Thr Thr Tyr Gly Tyr Thr Ala Gil Val Tyr Val Met He Phe Asp 
65 ™ \ 75 

Cys Asn Thr Ala Val Arg Glu Ala Thr Vie Trp Gin He Trp Asp Asn 

85 9 V 
Gly Thr lie He Asn Pro Arg Ser Asn ll Val Leu Ala Ala Ser Ser 

100 105 \ 

Gly lie Lys Gly Thr Thr Leu Thr Val Gin Thr Leu Asp Tyr Thr Leu 
115 120 ^ 125 

Gly Gin Gly Trp Leu Ala Gly Asn Asp Thr Al^Pro Arg Glu Val Thr 

130 135 \ 

lie Tyr Gly Phe Arg Asp Leu Cys Met Glu Ser V Gly Gly Ser Val 
145 150 155 

Trp Val Glu Thr Cys Asp Ser Ser Gin Lys Asn GlnWy Lys Trp Ala 
165 170 \ 

^ a n„ «?~r Tie Ara Pro Lys Gin Asn Glm Asp Gin Cys 
Leu Tyr Gly Asp Gly Ser lie Arg fro i>y ^- 

180 I 85 \ 

Leu Thr Ser Gly Arg Asp Ser Val Ser Thr Val He AsrAle Val Ser 

195 200 



Cys Ser Gly Ala Ser\ly Ser Gin Arg Trp Val Phe Thr Asn Glu Gly 

210 \ 215 

Ma lie Leu Asn Leu \s Asn Gly Leu Ale Het Asp V,l Ala Gin Ala 



Asn Pro Lys Leu Arg Arg\ He He 
245 

Asn Gin Met Trp Leu Pro vAal Phe 
260 



He Tyr Pro Ala Thr Gly Lys Pro 



<210> 
<211> 
<212> 
<213> 



264 
PRT 

Artificial Sequence 



m 



Q Asp Asp Val Thr Cys Ser Ala SerWu Pro Thr Val Arg He Val Gly 

5 Arg Ser Gly Met Arg Val Asp Val Lg Asp Asp Asp Phe His Asp Gly 

2 0 26 
Asn Gin He Gin Leu Trp Pro Ser Ly\ Ser Asn Asn Asp Pro Asn Gin 

35 40 \ 45 

Leu Trp Thr lie Lys Arg Asp Asn ThAle Arg Ser Asn Gly Ser Cys 

513 ^ Y 

Leu Thr Thr Tyr Gly Tyr Thr Ala Gly VaV Tyr Val Met He Phe Asp 
65 70 \ 75 

Cys Asn Thr Ala Val Arg Glu Ala Thr IleW Gin He Trp Asp Asn 

85 90 \ 

Gly Thr He He Asn Pro Arg Ser Asn Leu vVl Leu Ala Ala Ser Ser 

100 105 \ 

Gly He Lys Gly Thr Thr Leu Thr Val Gin ThA Leu Asp Tyr Thr Leu 
115 120 \ 125 

Gly Gin Gly Trp Leu Ala Gly Asn Asp Thr Ala \o Arg Glu Val Thr 

130 135 \ 

He Tyr Gly Phe Arg Asp L.u Cys Het Glu Ser aA Gin Gly 3.. V.l 

145 150 \ 

Trp Val Glu Thr Cys Asp Ser Ser Gin Lys Asn Gin lly Lys Trp Ala 
165 I 70 \ 

-, 71 rl „ c pr Tie Ara Pro Lys Gin Asn Gin Asp Gin Cys 
Leu Tyr Gly Asp Gly Ser He Arg rro uy Xigo 

180 i85 \ 

Leu Thr Val Gly Arg Asp Ser Val Ser Thr Val lie Asn W Val Ser 



Cys Ser Gly Ala Ser g\ Ser Gin Arg Trp Val Phe Thr Asn Glu Tyr 



Ala He Leu Asn Leu LysXSer Gly 
225 230 



Leu Ala Met Asp Val Ala Gin Ala 



Lys Leu Arg Arg lie He I 



sn Gin Met Trp Leu Pro Val Phe 
260 



le Tyr Pro Ala Thr Gly Lys Pro 



<210> 
<211> 
<212> 
<213> 



264 
PRT 

Artificial Sequence 



o 



Asp Asp Val Thr Cys Ser Ala Ser Glu Pro Thr Val Arg He Val Gly 

Arg Asn Gly Met Arg Val Asp Val a\ Asp Asp Asp Phe His Asp Gly 

20 25 \ 
Asn Gin lie Gin Leu Trp Pro Ser LysWr Asn Asn Asp Pro Asn Gin 

35 40 \ 

Leu Tr P Thr He Lys Arg Asp Gly Thr l\e Arg Ser Asn Gly Ser Cys 



-53- 



o 

CP 
Q 
Q 



Leu Thr Thr Tyr Gly Tyr Thr Ala Gly ValWyr Val Met He Phe Asp 
65 70 \ 5 

Cys Asn Thr Ala Val Arg Glu Ala Thr lie tYp Gin He Trp Asp Asn 

85 90 \ 

Gly Thr He lie Asn Pro Arg Ser Asn Leu Va\ Leu Ala Ala Ser Ser 

100 105 \ 

Gly He Lys Gly Thr Thr Leu Thr Val Gin Thr L f u Asp Tyr Thr Leu 

115 120 \ 

Gly Gin Gly Trp Leu Ala Gly Asn Asp Thr Ala PrA Arg Glu Val Thr 

130 135 \ 

He Tyr Gly Phe Arg Asp Leu Cys Met Glu Ser Asn Gly Gly Ser Val 
145 I 50 \ 

Trp Val Glu Thr Cys Asp Ser Ser Gin Lys Asn Gin GlV Lys Trp Ala 



Leu Tyr Gly Asp Gly Ser He Arg Pro Lys Gin Asn Gin Gin Cys 

180 185 \ 

er Val Ser Thr Val He Asn Il\e Val Ser 



Leu Thr Ser Gly Arg Asp S 

195 200 



Cys Ser Gly Ala Ser Gly Ser Gin Arg Trp Val Phe Thr Asn Glu Gly 



210 215 

Thr Gly Leu Ala Met Asp 



Ala lie Leu Asn Leu Lys 



Val Ala Gin Ala 
240 



Il^e He He 



Asn Pro Lys Leu Arg Arg 

2 45 \ 

Asn Gin Met Trp Leu Pro Val\ Phe 
260 



Tyr Pro Ala Thr Gly Lys Pro 



<210> 10 

<211> 264 

<212> PRT 
<213> 



Artificial Sequence 



m 



Asp Asp Val Thr Cys Ser Ala Ser\Glu Pro Thr Val Arg He Val Gly 

Arg Asn Gly Met Arg Val Asp Val Lg Asp Asp Asp Phe His Asp Gly 

20 2 P 
Asn Gin He Gin Leu Trp Pro Ser l\s Ser Asn Asn Asp Pro Asn Gin 



Leu Trp Thr He Lys Arg Asp Gly Th^Ile Arg Ser Asn Gly Ser Cys 



L eu Thr Thr Tyr Gly Tyr Thr Ala CI, Val Tyr Val Met Ha P he Asp 
65 ™ \ " 

Cys Asn Thr Ala Val Arg Glu Ala Thr ijf Trp sin He Trp Asp Asn 

85 

Gly Thr He He Asn Pro Arg Ser Asn LeuWl Leu Ala Ala Ser Ser 
100 105 X 

Gly He Lys Gly Thr Th 



r Leu Thr Val Gin Ar Leu Asp Tyr Thr Leu 



Gly Gin Gly Trp Leu Ala Gly Asn Asp Thr Ala\ Pro Arg Glu Val Thr 

130 135 \ 

He Tyr Gly Phe Arg Asp Leu Cys Met Glu Ser Asn Gly Gly Ser Val 



Trp Val Glu Thr Cys Asp 
165 



ft.sp IjSU v-yo -. 

150 155 \ 

Asp Ser Ser Gin Lys Asn Glk Gly Lys ^ 

n\s ln As P Gln 



Leu Tyr Gly Asp Gly Ser He Arg Pro Lys Gin As, 



Trp Ala 
Cys 



Leu Thr Ser Gly Arg Asp Ser Val Ser Thr Val He Asn He Val Ser 



Cys Ser Gly Ala Ser Gly Se\ Gin Arg Trp Val Phe Thr Asn Glu Gly 

210 214 220 

Ala lie Leu Asn Leu Lys LysWy Pro Ala Met Asp Val Ala Gin Ala 
225 230 \ 235 

Asn Pro Lys Leu Arg Arg lie \le He Tyr Pro Ala Thr Gly Lys Pro 



Asn Gin Met Trp Leu Pro Val Pfoe 
260 



<210> 
<211> 
<212> 
<213> 



264 
PRT 

Artificial Sequence 



€3 

01 



Asp Asp Val Thr Cys Ser Ala Ser GlV Pro Thr Val Arg He Val Gly 

1 5 \ 10 

Arg Asn Gly Met Arg Val Asp Val ArgUsp Asp Asp Phe His Asp Gly 

20 25 \ 30 

Asn Gin lie Gin Leu Trp Pro Ser Lys Lr Asn Asn Asp Pro Asn Gin 
35 40 \ 45 

Leu Trp Thr He Lys Arg Asp Gly Thr Il\ Arg Ser Asn Gly Ser Cys 



Leu Thr Thr Tyr Gly Tyr Thr Ala Gly ValW Val Met He Phe Asp 

65 ™ y 

Cys Asn Thr Ala Val Arg Glu Ala Thr lie tV p Gin He Trp Asp Asn 
85 90 \ 

Gly Thr He He Asn Pro Arg Ser Asn Leu VaA Leu Ala Ala Ser Ser 

100 105 * 11 

Gly He Lys Gly Thr Thr Leu Thr Val Gin Thr leu Asp Tyr Thr Leu 
115 120 \ 125 

sn Asp Thr Ala Pr\ Arg Glu Val Thr 



Gly Gin Gly Trp Leu Ala Gly Asn 
130 135 



140, 



lie Tyr Gly Phe Arg Asp Leu Cys Met Glu Ser Asn W Gly Ser Val 

145 150 \ 

Trp Val Glu Thr Cys Asp Ser Ser Gin Lys Asn Gin gL Lys Trp Ala 

Leu Tyr Gly Asp Gly Ser He Arg Pro Lys Gin Asn Gln\As P Gin Cys 

180 185 
L eu Thr Ser Gly Arg Asp Ser Val Ser Thr Val He Asn iVe Val Ser 



\ 



22-37 



Cys Ser Gly Ala Ser Gly W Gin Arg Trp Val Phe Thr Asn Glu Gly 

210 215 

Ma lie Leu Asn Leu Lys Asn Ser Leu Met Val Asp Val Ala Gin Ala 

225 230 ^ 235 

Asn Pro Lys Leu Arg Arg Il\ He He Tyr Pro Ala Thr Gly Lys Pro 
245 \ 250 

Asn Gin Met Trp Leu Pro Val <E> he 
260 \ 



<210> 12 

<2H> 1598 

<2 12> DNA 

<213> Artificial Sequence 



o 

to 



<220> 
<221> 
<222> 
<223> 



<220> 
<221> 
<222> 
<223> 



misc_feature 
319 

product= "n is gat aga or 
/label= Zl 



misc_feature 
1322 

product= "n is ggc or missing 
/label= Z2 




01 

o 
o 



<400> 

tacgagaggc 
atcacgcttc 
cgtcagtcta 
caggggsrrg 
caagcaggcg 
ttcaccggca 
atacgccgga 
kgcgcttcgt 
tcagatgatc 
taacagtggg 
ccaacaatcc 
ggctataycy 
ggcgatcatg 



12 

taagactcag 
tccgagatta 
cgatccccgt 
actcgrtyac 
accaatccta 
ccacccgant 
catagggacc 
twyccgggcg 
tccgaggccg 
gmrtcatttc 
acgcaagtcc 
mcyggtaact 
ttgtttgtat 



agttacgcat 
tgtctcaagc 
ctccgatgcg 
ggccgccatc 
ctttttgcgc 
cctctctccc 
agatccctct 
gcagcacgcg 
ccagattcaa 
tgccagacrt 
agcattcaac 
tcgtgacgtt 
gcggagagcg 



kcgakgaata cttccggttc 
cdaatgagat accactcttg 
tcitggtgga gctcaccaac 
ats\ktacgt cgtggcttac 
gcggc^gcgga aacgcacctc 
agctacmcyg atctggagcg 
caactcattc aatccgtcwc 
cgttcgattt taatcctcat 
tggaggkmya gccaakayat 
gagctggaga Vgagttgggg 
tttaataacc cawtycggtt 
cgckmygtga tcc^ccagctt 
gccatcttcc tctgacgtgc gctattggcc 



caaaccacgg 
ggaagctttt 
caaagatttg 
gacgttacca 
gacgcaccac 
attcamygga 
cggtatagas 
trcycaagct 
tcccatctta 
gtacatgctg 
cgatggcgtt 
gwcyaatgtt 



60 
120 
180 
240 . 
300 
360 
420 
480 
540 
600 
660 
720 
780 



CP 




<211> 763 
<212> DNA 

<213> Artificial Sequence 



<220> 

<221> misc_feature 
<222> 319 

<223> product= "n is gat aga or missingi 

/label= zl 



<400> 


13 












tacgagaggc 


taagactcag 


agttacgcat 


caaaccacgg 


gcgaicgaata 


cttccggttc 


60 


atcacgcttc 


tccgagatta 


tgtctcaagc 


ggaagctttt 


ccaatgagat 


accactcttg 


120 


cgtcagtcta 


cgatccccgt 


ctccgatgcg 


caaagatttg 


tcttggngga 


gctcaccaac 


180 


caggggsrrg 


actcgrtyac 


ggccgccatc 


gacgttacca 


atsyktadgt 


cgtggcttac 


240 


caagcaggcg 


accaatccta 


ctttttgcgc 


gacgcaccac 


gcggcgcggV 


aacgcacctc 


300 


ttcaccggca 


ccacccgant 


cctctctccc 


attcamygga 


agctacmcyg 


Vatctggagcg 


360 


atacgccgga 


catagggacc 


agatccctct 


cggtatagas 


caactcattc 


aNatccgtcwc 


420 



kgc gcttcgt twyccgggcg Ucacgcg trcycaa g ct cgttcgattt taatcctcat 
tC agatgatc tcc g a gg cc g clalttcaa tcccatctta tggaggkmyc gccaakayat 
taacagtggg gmrtcatttc tgcciacrt gtacatgctg g a g ctggaga cgagttgggg 
ccaacaatcc acgcaagtcc agcatLac cgatggcgtt tttaataacc cawtycggtt 
qgctataycy mcyggtaact tcgtga\gtt gwcyaatgtt cgckxnygtga tcgccagctt 
ggcgatcatg ttgtttgtat gcggagagcg gccatcttcc tct 



480 
540 
600 
660 
720 
763 



<210> 
<2U> 
<212> 
<213> 



793 
DNA 

Artificial Sequence 



<220> 
<221> 
<222> 
<223> 



misc_feature 

517 . . „ 

product= "n is ggc or missing 
/label= Z2 



,. ts .tgt« ==t,ca, tgC ttcg,«ccc a=„tW ttgtw^ 



gatgggaatc agaLdt-ay 
acgatcakaa gggatrrmac 



gtggccctc c 

cattcgatcc 
gatcttcgac 
gaccatcatc 
tacgcttacg 
taccgcccca 
agggagtgtg 
acggggatgg 
actccgtttc 
gggtgtttac 
cgcaacjcaaa 
aaat g tggct 



1 20 



ygcgtggacg tccgagatga 
aagtccaaca atgatccgaa 
aatggcagct gcttgaccac 
tgtaatactg ctgtgcggga 
aatccaagat ccaatctggt 
gtgcaaacac t g gattacac 
cgcgaggtga ccatatatgg 
tgggtggaga cgtgcgwsag 
ttctatacgc cccaaacaaa 
aacagtaatc aatatagtta 
caatgaakrs gccattttga 
tccaaagctc cgccgaataa 
tcccgtgyym tga 



cgatttccac 
tcagttgtgg 
gtatggctat 
ggccactatt 
tttggcagca 
gttgggacag 
tttcagggac 
tagccaamag 
accaagacca 
gctgcagcgs 
atttaaagav 
ttatctatcc 



actgctggcg tctatgtgat 
tggcagatafe gggrcaatgg 
tcatctggaa V: caaa <gg cac 
ggctggcttg cfcggtaatga 
ctttgcatgg aaVcaaatsr 
aaccaanara tgggctttgt 
atgcctcacc kbtgggagag 
wgswtcgksk kskcagWt 
wrgsyygrys rtg-gatgtVg 
tgccacagga aaaccaaat 



180 

240 

300 

360 

420 ■ 

480 

540 

600 

660 

720 

780 

793 



<210> 
<211> 



15 

1596 



m 
m 




gcgaggaata 
ccaatgagat 
tcttggtgga 
atctgtacgt 
gcggcgcgga 
gctaccctga 
aactcattca 
gttcgatttt 
ggagggctcg 
agctggagac 
ttaataaccc 
gcgacgtgat 
ctgacgtgcg 



cttccggttc 
accactcttg 
gctcaccaac 
cgtggcttac 
aacgcacctc 
tctggagcga 
atccgtcacg 
aatcctcatt 
ccaatacatt 
gagttggggc 
aattcggttg 
cgccagcttg 
ctattggccg 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 



a 



gtt\cctgca gtgcttcgga 
gacgVccgag atgacgattt 
aacaaftgatc cgaatcagtt 
agctgctf^ga ccacgtatgg 
actgctgtfgc gggaggccac 
agatccaat\ tggttttggc 
acactggatt Vcacgttggg 
gtgaccatat a^ggtttcag 
gagacgtgcg tgagtagcca 



tggttctata 
ttcaacagta 
taccaatgaa 
aaatccaaag 
gcttcccgtg 



cgccccaaac aaaa\ccaaga 
atcaatatag ttagdtgcag 
ggggccattt tgaattlaaa 
ctccgccgaa taattatd^a 
ccatga 



acctacggtg 
ccacgatggg 
gtggacgatc 
ctatactgct 
tatttggcag 
agcatcatct 
acagggctgg 
ggacctttgc 
acagaaccaa 
ccaatgcctc 
cgctggatcg 
gaatgggttg 
tcctgccaca 



840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1596 



<210> 16 \ 

<211> 762 \ 

<212> DNA \ 

<213> Artificial Sequence 



P 



pi 
SI 



<400> 

tacgagaggc 
atcacgcttc 
cgtcagtcta 
caggggcagg 
caagcaggcg 
ttcaccggca 
tacgccggac 
gcgcttcgtt 
cagatgatct 
aacagtgggg 
caacaatcca 



16 

taagactcag 
tccgagatta 
cgatccccgt 
actcggttac 
accaatccta 
ccacccgatc 
atagggacca 
ttccgggcgg 
ccgaggccgc 
cgtcatttct 
cgcaagtcca 



agttac\gcat caaaccacgg 
tgtctceUgc ggaagctttt 
ctccgatAcg caaagatttg 
ggccgccattc gacgttacca 
ctttttgcgA gacgcaccac 
ctctctccca Ittcaacggaa 
gatccctctc gVatagacc 
cagcacgcgt a^caagctc 
cagattcaat cccatcttat 
gccagacgtg tac^fgctgg 
gcattcaacc gatggcgttt 



gcgaggaata 
ccaatgagat 
tcttggtgga 
atgcttacgt 
gcggcgcgga 
gctaccctga 
aactcattca 
gttcgatttt 
ggaggtaccg 
agctggagac 
ttaataaccc 



cttccggttc 
accactcttg 
gctcaccaac 
cgtggcttac 
aacgcacctc 
tctggagcga 
atccgtcacg 
aatcctcatt 
ccaatacatt 
gagttggggc 
aattcggttg 



I* gctatacccc ccggtaactt cgtgacgttg 

gcgatcatgt tgtttgtatg cggagagcgg 




60 

120 

180 

240 

300 
360 
420 
480 
540 
600 
660 
720 



o 
o 

m 
5 



762 



<210> 
<211> 
<212> 
<213> 



768 
DNA 

Artificial Sequence 



<400> 

tacgagaggc 
atcacgcttc 
cgtcagtcta 
caggggcagg 
caagcaggcg 
ttcaccggca 
gagcgatacg 
gtctctgcgc 



taagactcag agttacgcat 
tccgagatta tgtctcaagc 
cgatccccgt ctccgatgcg 
actcgatcac ggccgccatc 
accaatccta ctttttgcgc 
ccacccgaga tagatcctct 
ccggacatag ggaccagatc 
ttcgttaccc gggcggcagc 



60 
120 
180 
240 
300 
360 
420 



SP 



ctcattcaga tgatctccga gg^cgccaga ttcaatccca tcttatggag gtaccgccaa 
gatattaaca gtggggaatc att^ctgcca gacatgtaca tgctggagct ggagacgagt 
tggggccaac aatccacgca agtLagcat tcaaccgatg gcgtttttaa taacccattc 
cggttggcta tatctactgg taacAtcgtg acgttgtcta atgttcgctc tgtgatcgcc 
agcttggcga tcatgttgtt tgtat^cgga gagcggccat cttcctct 



<210> 18 

<2 11> 1596 

<212> DNA 

<213> Artificial Sequence\ 



tatgaaagat tgaggttgag ggtgactcac Uctacag gagaagagta ttttagattt 
attactttgt tgagggatta cgttagttct ggttctttca gtaacgaaat tcctttgctt 
agacaatcta ctattccagt ttctgatgct caLgtttcg ttcttgttga attgactaac 
caaggaggtg atagtattac tgctgctatt gatitgacta acctttatgt tgttgcatat 
caggctggtg atcagtctta tttccttagg gatg'ctccta gaggagctga gactcatttg 



540 
600 



720 
768 



60 
120 
180 
240 
300 
360 
42 0 



^ tttactggta caacacggag ttctttgcct tttaatpggtt cttatccaga cttggaaaga 

is tatgctggtc acagagatca aattccattcj gyddLLyatc agttgatcca qaqtqtt.ar.t 

1 gctttgagat tcccaggtgg atctactaga acacaggcaa gatctatcct tattttgatc 480 

m caaatgatta gtgaagctgc taggtttaac cctattctft ggagagcaag acagtatatc 540 

600 
660 
720 • 
780 
840 
900 
960 
1020 
1080 



aactctggtg cttctttcct tcctgatgtt tatatgctt\j aacttgaaac ttcatgggga 
cagcagtcta ctcaggttca acacagtaca gacggtgtgt 1 tcaacaatcc tatcagactt 
gcaattccac ctggaaattt tgttactctt acaaacgtga gagatgttat tgcttctctt 
gctattatgc ttttcgtttg tggtgaaaga ccttctagtt ctgatgttag atactggcca 
ttggttatta ggcctgttat cgctgacgat gtgacatgtt ctg.catctga accaactgtt 
aggatcgttg gaagaaacgg tatgtgtgtt gatgttcggg acga^gactt tcatgacggt 
aaccaaatcc aactttggcc tagtaagtct aataacgacc caaaccaact ttggactatt 
aagagagacg gtacaatcag gtctaacgga tcttgtctta ctacatVcgg ttacactgca 
ggagtttacg ttatgatttt tgattgcaac acagcagtta gagaagctac aatctggcaa 
atctggggta acggaactat tattaaccct cgttctaact tggtgcttgc tgcttctagt 1140 
ggtattaagg gaacaacttt gactgttcag actttggact atactcttgg, tcaaggatgg 



ttggctggaa acgacacagc tcctagagaa gttacaatct acggatttag ^gatttgtgt 



1200 
1260 



\ 



28-37 



atggagtcta 
aggtgggcac 
acatgcggta 
tctggacaaa 
gctatggatg 
ggtaagccta 

<210> 
<211> 
<212> 
<213> 



acggtggatc tgtVtgggtt 
tttatggtga cgga&gtatc 
gggatagtgt gtctafctgtt 
ggtgggtttt cacaaacgag 
ttgctcaggc taaccctfeag 
accagatgtg gttgccagfct 

19 
762 
DNA 

Artificial Sequence 



gaaacttgtg tttcatctca 
agacctaagc agaatcagga 
attaacattg tgtcttgttc 
ggtgctatcc ttaacttgaa 
ttgagaagga ttatcattta 
ccttat 



gcaaaatcag 
tcagtgtttg 
tgcaggtagt 
gaacggtctt 
cccagctact 



1320 
1380 
1440 
1500 
1560 
1596 



o 

P"! 

o 

u 
m 



<400> 

tatgaaagat 
attactttgt 
agacaatcta 
caaggacagg 
ragactqqtq 



19 

tgaggttgag ggtgactcac 
tgagggatta cgttagttct 
ctattccagt ttctgatgct 
atagtgttac tgctgctatt 
atcagtctta tttccttagg 



cAgactacag gagaagagta 
tctttca gtaacgaaat 
-gtttcg ttcttgttga 
gatgtgacta acgcttatgt 
gatgd^tccta gaggagctga 



ttttagattt 
tcctttgctt 
attgactaac 
tgttgcatat 
gactcatttg 



60 
120 
180 
240 
300 



tttactggta 
tatgctggtc 
gctttgagat 
caaatgatta 
aactctggtg 
cagcagtcta 
gcaattccac 
gctattatgc 

<210> 
<211> 
<212> 
<213> 



caacacggag ttctttgcct 
acagagatca aattccattg 
tcccaggtgg atctactaga 
gtgaagctgc taggtttaac 
cttctttcct tcctgatgtt 
ctcaggttca acacagtaca 
ctggaaattt tgttactctt 
ttttcgtttg tggtgaaaga 



tttaa&ggtt 

ggaattJiatc 

acacaggVaa 

cctattctit 

tatatgctt 

gacggtgtgt 

acaaacgtga 

ccttctagtt 



cttatccaga 
agttgatcca 
gatctatcct 
ggagatacag 
aacttgaaac 
fcaacaatcc 
igatgttat 



cttggaaaga 
gagtgttact 
tattttgatc 
acagtatatc 
ttcatgggga 
tatcagactt 
tgcttctctt 



20 

768 

DNA 

Artificial Sequence 



360 
420 
480 
540 
600 
660 
720 
762 



<400> 

tatgaaagat 
attactttgt 



20 

tgaggttgag ggtgactcac 
tgagggatta cgttagttct 



cagactacag gagatgagt^a 
ggttctttca gtaacgaaat^ 



agacaatcta 


ctattccagt 


ttctgattgct 


cagcgtttcg 


ttcfctgttga 


attgactaac 


180 


caaggacagg 


atagtattac 


tgctgctAtt 


gatgtgacta 


acgcttatgt 


tgttgcatat 


240 


caggctggtg 


atcagtctta 


tttccttagg 


gatgctccta 


gaggagctga 


gactcatttg 


300 


tttactggta 


caacacggga 


tagaagttct 


ttgcctttta 


ctggttctta 


tacagacttg 


360 


gaaagatatg 


ctggtcacag 


agatcaaatt 


\ccattgggaa 


ttgagcagtt 


gatccagagt 


420 


gtttctgctt 


tgagataccc 


aggtggatct 


actagagctc 




tatccttatt 


480 


ttgatccaaa 


tgattagtga 


agctgctagg 


tttaacccta 


ttctttggag 


atacagacag 


540 


gatatcaact 


ctggtgaatc 


tttccttcct 


gatatgtata 


tgcttgaact 


tgaaacttca 


600 


tggggacagc 


agtctactca 


ggttcaacac 


agta^agacg 


gtgtgttcaa 


caatcctttc 


660 


agacttgcaa 


tttctactgg 


aaattttgtt 


actctttcta 


acgtgagatc 


tgttattgct 


720 


tctcttgcta 


ttatgctttt 


cgtttgtggt 


gaaagafcctt 


ctagttct 




768 



<210> 
<211> 
<212> 
<213> 



792 
DNA 

Artificial Sequence 



<4O 0 > . - 



gatgatgtta 
tgcgtggacg 
aagtccaaca 
aatggcagct 
tgtaatactg 
aatccaagat 
gtgcaaacac 
cgcgaggtga 
tgggtggaga 
tctatacgcc 
acagtaatca 
aatgaagggg 
ccaaagctcc 
cccgtgccat 



cctgcagtgc 
tccgagatga 
atgatccgaa 
gcttgaccac 
ctgtgcggga 
ccaatctggt 
tggattacac 
ccatatatgg 
cgtgcgtgag 
ccaaacaaaa 
atatagttag 
ccattttgaa 
gccgaataat 



ttcggaacct 
cgatttccac 
tcagttgtgg 
gtatggctat 
ggccactatt 
tttggcagca 
gttgggacag 
tttcagggac 
tagccaacag 
ccaagaccaa 
ctgcagcgct 
tttaaagaat 
tatctatcct 



acggtgcgga ^ 


ttgtgggtcg 


aaatggcatg 


60 


gatgggaatc 


aVjatacagtt 


gtggccctcc 


120 


acgatcaaaa 


ggtaatggaac 


cattcgatcc 


180 


actgctggcg 


tctiatgtgat 


gatcttcgac 


240 


tggcagatat 


gggg\caatgg 


gaccatcatc 


300 


tcatctggaa 


tcaaaggcac 


tacgcttacg 


360 


ggctggcttg 


ccggtaatga 


taccgcccca 


420 


ctttgcatgg 


aatcaasLgg 


agggagtgtg 


480 


aaccaaagat 


gggctttgfca 


cggggatggt 


540 


tgcctcacct 


gtgggagagV 


ctccgtttca 


600 


ggatcgtctg 


ggcagcgatg 


\ ggtgtttacc 


660 


, gggttggcca 


tggatgtggc 


Acaagcaaat 


720 


; gccacaggaa 


aaccaaatca 


aaVgtggctt 


780 








792 



ga 



p 

m 
o 

m 

M 



<210> 22 

<211> 795 

<2 12> DNA 
<213> 



Artificial 



<400> . 22 

gatgatgtta cctgcagtgc 
cgcgtggacg tccgagatga 
aagtccaaca atgatccgaa 
aatggcagct gcttgaccac 
tgtaatactg ctgtgcggga 
aatccaagat ccaatctggt 
gtgcaaacac tggattacac 
cgcgaggtga ccatatatgg 
tgggtggaga cgtgcgacag 
ggttctatac gccccaaaca 
tcaacagtaa tcaatatagt 




accaatgaag gggccatttt gaatttaaag aatiJggLLyy Wudtcjga 
aatccaaagc tccgccgaat aattatctat cctgccacag ^aaaccaaa tcaaatgtgg 
cttcccgtgt tctga 



i 



780 
795 



<210> 23 

<211> ^95 

<212> DNA 
<213> 



Artificial Sequence 



<400> 


23 












gatgatgtta 


cctgcagtgc 


ttcggaacct 


acggtgcgga 


ttgtgggtW 


aagtggcatg 


60 


cgcgtggacg 


tccgagatga 


cgatttccac 


gatgggaatc 


agatacagtfe 


gtggccctcc 


120 


aagtccaaca 


atgatccgaa 


tcagttgtgg 


acgatcaaaa 


gggataacac 


\cattcgatcc 


180 


aatggcagct gcttgaccac 


gtatggctat 


actgctggcg 


tctatgtgat 


gVtcttcgac 


240 


tgtaatactg 


ctgtgcggga 


ggccactatt 


tggcagatat 


gggacaatgg 


gascatcatc 


300 


aatccaagat 


ccaatctggt 


tttggcagca 


tcatctggaa 


tcaaaggcac 


tac&cttacg 


360 


gtgcaaacac 


tggattacac 


gttgggacag 


ggctggcttg 


ccggtaatga 


taccg^ccca 


420 



cgcgaggtga 


ccatatatgg 


tttcagggac 


ctttgcatgg 


aatcaaatca 


agggagtgtg 


480 


tgggtggaga 


cgtgcgacag 


tagccaaaag 


aaccaaggca 


aatgggcttt 


gtacggggat 


540 


ggttctatac 


gccccaaaca 


\ 

aaaccaaga^ 


caatgcctca 


ccgttgggag 


agactccgtt 


600 


tcaacagtaa 


tcaatatagt 


tagctgcagc 


ggagcttcgg 


ggtctcagcg 


atgggtgttt 




accaatgaat 


acgccatttt 


gaatttaaag 


\agtgggttgg 


ccatggatgt 


ggcgcaagca 


720 


aatccaaagc 


tccgccgaat 


aattatctat 


cctgccacag 


gaaaaccaaa 


tcaaatgtgg 


780 
795 


cttcccgtgt 


tctga 




\ 









<210> 24 \ 

<211> 795 \ 

<212> DNA \ 

<213> Artificial Sequence \ 

O <400> 24 \ 

| gatgatgtta cctgcagtgc ttcggaacct acggtgcgga ttgtgggtcg aaatggcatg 60 

2 cgcgtggacg tccgagatga cgatttccac gatgggaatc agatacagtt gtggccctcc 120 



aagtccaaca atgatccgaa tcagttgtgg acgatcaaaV gggatggaac cattcgatcc 
^ aatggcagct gcttgaccac gtatggctat actgctggcg\tctatgtgat gatcttcga 

"P tgtaatactg ctgtgcggga ggccactatt tggcagauaL W 



180 
240 



aatccaagat ccaatctggt tttggcagca tcatctggaa tkaaggcac tacgcttacg 
gtgcaaacac tggattacac gttgggacag ggctggcttg cltaatga taccgcccca 
cgcgaggtga ccatatatgg tttcagggac ctttgcatgg aatkaatgg agggagtgtg 
tgggtggaga cgtgcgacag tagccaaaag aaccaaggca aatgggcttt gtacggggat 
ggttctatac gccccaaaca aaaccaagac caatgcctca cctctgVgag agactccgtt 
tcaacagtaa tcaatatagt tagctgcagc ggagcttcgg ggtctcagcg atgggtgttt 
accaatgaag gggccatttt gaatttaaag actgggttgg ccatggatV ggcgcaagca 
aatccaaagc tccgccgaat aattatctat cctgccacag gaaaaccaa ktcaaatgtgg 
cttcccgtgt tctga 



360 
420 
480 
540 
600 
660 
720 
780 
795 



<210> 25 

<211> 795 

<212> DNA 

<213> Artificial Sequence 



gatgatgtta 
cgcgtggacg 
aagtccaaca 
aatggcagct 
tgtaatactg 
aatccaagat 
gtgcaaacac 
cgcgaggtga 
tgggtggaga 
ggttctatac 
tcaacagtaa 
accaatgaag 
aatccaaagc 
cttcccgtgt 



t\cggaacct a 



cctgcagtgc ttcggaacct acggtgcgga 
tccgagatga cgatttccac gatgggaatc 
\ 



atgatccgaa tcagttgtgg acgatcaaaa 
gcttgaccac gtatWctat actgctggcg 
ctgtgcggga ggccactatt tggcagatat 
ccaatctggt tttgg^agca tcatctggaa 
tggattacac gttggg^cag ggctggcttg 
ccatatatgg tttcagg^gac ctttgcatgg 
cgtgcgacag tagccaa^ag aaccaaggca 
gccccaaaca aaaccaagkc caatgcctca 
tcaatatagt tagctgcagl ggagcttcgg 
gggccatttt gaatttaaagV aaagggccgg 
tccgccgaat aattatctat ktgccacag 
tctcra \ 



ttgtgggtcg 
agatacagtt 
gggatggaac 
tctatgtgat 
gggacaatgg 
tcaaaggcac 
ccggtaatga 
aatcaaatgg 
aatgggcttt 
cctctgggag 
ggtctcagcg 
ccatggatgt 
gaaaaccaaa 



aaatggcatg 
gtggccctcc 
cattcgatcc 
gatcttcgac 
gaccatcatc 
tacgcttacg 
taccgcccca 
agggagtgtg 
gtacggggat 
agactccgtt 
atgggtgttt 
ggcgcaagca 
tcaaatgtgg 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
795 



<210> 



<212> 
<213> 



DNA 

Artificial Sequence 



<400> 

gatgatgtta 
cgcgtggacg 
aagtccaaca 
aatggcagct 
tgtaatactg 
aatccaagat 
gtgcaaacac 
cgcgaggtga 
tgggtggaga 
ggttctatac 
tcaacagtaa 
accaatgaag 



26 



cctgcagtgc ttcggaacct 
tccgagatga cgatttccac 
atgatccgaa tcagttgtgg 
gcttgaccac gtatggctat 
ctgtgcggga ggccactatt 
ccaatctggt tttggcagca 
tggattacac gttgggacag 
ccatatatgg tttcagggac 
cgtgcgacag tagccaaaag 
gccccaaaca aaaccaagac 
tcaatatagt tagctgcagc 
gggccatttt gaatttaaag 



acggtgcgga ttgtgggtcg 
gatgggaatc agatacagtt 
acgatcaaaa gggatggaac 
actgctggcg\tctatgtgat 



tggcagatat gggacaatgg 
tcatctggaa tcaaaggcac 
ggctggcttg ccggtaatga 
ctttgcatgg aatcaaatgg 
aaccaaggca aatgggcttt 
caatgcctca cctctgcVfag 
ggagcttcgg ggtctcagfcg 
aatagcttga tggtggatgi 



aaatggcatg 
gtggccctcc 
cattcgatcc 
gatcttcgac 
gaccatcatc 
tacgcttacg 
taccgcccca 
agggagtgtg 
gtacggggat 
agactccgtt 
itgggtgttt 
ggcgcaagca 



60 
120 
180 - 
240 
300 
360 
420 
480 
540 
600 
660 
720 



33-37 

aatccaaagc tccgccgaat aattatJjtat cctgccacag 
cttcccgtgt tctga 

<210> 27 

<211> 192 

<212> DNA 

<213> Artificial Sequence 



<400> 

gacgatgtga 
tgtgttgatg 
aagtctaata 
aacggatctt 
tgcaacacag 
aaccctcgtt 
gttcagactt 
agagaagtta 

tgggtfcgaa a 

agtatcagac 
actgttatta 
aacgagggtg 
cctaagttga 
ccagttcctt 

<210> 
<211> 
<212> 
<213> 



27 

catgttctgc 
ttcgggacga 
acgacccaaa 
gtcttactac 
cagttagaga 
ctaacttggt 
tggactatac 
caatctacgg 
<-.-t-.tgtgtttc 




faaaaccaaa tcaaatgtgg 



tcgttggaag aaacggtatg 
aaatccaact ttggcctagt 
gagacggtac aatcaggtct 
tttacgttat gatttttgat 
ggggtaacgg aactattatt 
ttaagggaac aactttgact 
ctggaaacga cacagctcct 
agtctaacgg tggatctgtt 
gggcacttta tggtgacgga 



780 
795 



60 
120 
180 
240 
300 
360 
420 
480 
540 



ctaagcagaa tcaggatcag 
acattgtgtc ttgttctgca 
ctatccttaa cttgaagaac 
gaaggattat catttaccca 
at 



28 

795 

DNA 

Artificial Sequence 



tgtttgadat gcggtaggga tagtgtgtct 
ggtagttcL gacaaaggtg ggttttcaca 
ggtcttgctk tggatgttgc tcaggctaac 
gctactggta\agcctaacca gatgtggttg 



600 
660 
720 
780 
792 



<400> 

gacgatgtga 
cgtgttgatg 
aagtctaata 
aacggatctt 
tgcaacacag 



28 

catgttctgc atctgaacca 
ttcgggacga tgactttcat 
acgacccaaa ccaactttgg 
gtcttactac atacggttac 
cagttagaga agctacaatc 



actgttagga tcgttggWg aaacggtatg 
gacggtaacc aaatccaafct ttggcctagt 
actattaaga gagacggtafc aatcaggtct 
actgcaggag tttacgttat\gatttttgat 
tggcaaatct gggataacgg aactattatt 



120 
180 
240 
300 



aaccctcgtt ctaacttggt gcttgctgct tctagtggta ttaagggaac aactttgact 
gttcagactt tggactatac tcttgglcaa ggatggttgg ctggaaacga cacagctcct 
agagaagtta caatctacgg atttagalat ttgtgtatgg agtctaacgg tggatctgtt 
tggg ttgaaa cttgtgattc atctcag\aa aatcagggca agtgggcact ttatggtgac 
ggaagtatca gacctaagca gaatcaggat cagtgtttga catccggtag ggatagtgtg 
tctactgtta ttaacattgt gtcttgttc\ ggagctagtg gatctcaaag gtgggttttc 
acaaacgagg gtgctatcct taacttgaagVaacggtcttg ctatggatgt tgctcaggct 
aaccctaagt tgagaaggat tatcatttac Wagctactg gtaagcctaa ccagatgtgg 
ttgccagttt tttat 



\ 



540 
600 
660 
720 
780 
795 



<210> 29 

<211> 795 

<212> DNA 

<213> Artificial Sequence 



m 



ga c,at g t„ catgttctgc atctgaacca actgtt\gga tcgttggaag aagcggt.tg 
„ fm ,c M tgactttcat gacggta\cc aaatccaact ttggcctagt 



120 



aagtctaata acgacccaa, ccaactttg, -actattaaV gagacaatac ,.t=a gg tct 



O aac g gat=tt gtcttactac atacggttac actgcaggig tttacgttat gatttttgat 
| tgca.caca, cagttagaga agctacaatc t„c,»tc^, g «„=„ aactattatt 
0 aaccctcgtt ctaacttggt gcttgctgct tctagtggtaUtaaggga.c aactttgact 
gttcagactt tggactatac tcttggtca. ggatggtt g g Uggaaacga cacagctcct 
,g, g aa g tta caatctacgg atttagagat ttgtgtatgg a\tct,a==a gggatct g tt 
t gggtt g .,a cttgtgattc atctcagaa, aatcagggca agtaggcact ttat gg t g ac 
g gaagtat=a gacctaagca gaatcaggat cagtgtttga cagtVggtag g gatagt g tg 
tctactgtta ttaacattgt gtcttgttct ggagct.gtg gatctcaaag gtgggttttc 
acaaacgagt at g =tatc=t taacttg.ag tccggtcttg ctatggatgt tgctcaggct 
aaccctaagt tgag.aggat tatcatttac ccagctactg gtaagcctaa ccagatgtgg 
ttgccagttt tttat 



180 

240 

300 

360 

420 
480 
540 
600 
660 
720 
780 
795 



<210> 3° 
<211> 795 
<212> DNA 



\ 

<213> Artificial Sequence 



<400> 



\ 

,acgatgtga catgttctgc atctgaacca actgttagga tcgttggaag aaacggtatg 
cgtgttgatg ttcgggacga tgactttcat gacggtaacc aaatccaact ttggcctagt 
aagtctaata acgacccaaa ccaactVtgg actattaaga gagacggtac aatcaggtct 
aacggatctt gtcttactac atacggtVac actgcaggag tttacgttat gatttttgat 
tgcaacacag cagttagaga agctacaaVc tggcaaatct gggataacgg aactattatt 
aaccctcgtt ctaacttggt gcttgctgi tctagtggta ttaagggaac aactttgact 
gttcagactt tggactatac tcttggtcaa\ ggatggttgg ctggaaacga cacagctcct 
agagaagtta caatctacgg atttagagat Vtgtgtatgg agtctaacgg tggatctgtt 
n tgggttgaaa cttgtgattc atctcagaaa Ltcagggca agtgggcact ttatggtgac 
J ggaagtatca gacctaagca gaatcaggat cLtgtttga catccggtag ggatagtgtg 
I tctactgtta ttaacattgt gtcttgttct ggigctagtg gatctcaaag gtgggttttc 
m acaaacgagg gtgctatcct taacttgaag accggtcttg ctatggatgt tgctcaggct 720 
^ aaccctaagt tgagaaggat tatcatttac ccagVtactg gtaagcctaa ccagatgtgg 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 



780 
795 



L, ttgccagttt tttat 

s 

O <210> 31 

m <211> 795 

O <212> DNA 

O <213> Artificial Sequence 



<400> 


31 










gacgatgtga 


catgttctgc 


atctgaacca 


actgttagga 


tcgttggaag aaacggtatg 


60 


cgtgttgatg 


ttcgggacga 


tgactttcat 


gacggtaacc 


aaatccaact ttggcctagt 


120 


aagtctaata 


acgacccaaa 


ccaactttgg 


actattaaga 


gagacggtac aatcaggtct 


180 


aacggatctt 


gtcttactac 


atacggttac 


actgcaggag 


ttta\=gttat gatttttgat 


240 


tgcaacacag 


cagttagaga 


agctacaatc 


tggcaaatct 


gggataacgg aactattatt 


300 


aaccctcgtt 


ctaacttggt 


gcttgctgct 


tctagtggta 


ttaagggaac aactttgact 
ctggaaacga cacagctcct 


360 


gttcagactt 


tggactatac 


tcttggtcaa 


ggatggttgg 


420 


agagaagtta 


caatctacgg 


atttagagat 


ttgtgtatgg 


agtctaacgg tggatctgtt 


480 


tgggttgaaa 


cttgtgattc 


atctcagaaa 


aatcagggca 


agtgggcact \ttatggtgac 


540 



ggaagtatca gacctaagca gaatVaggat cagtgtttga catccggtag ggatagtgtg 
tctactgtta ttaacattgt gtcttYfttct ggagctagtg gatctcaaag gtgggttttc 
acaaacgagg gtgctatcct taactLag aaaggtcctg ctatggatgt tgctcaggct 
aaccctaagt tgagaaggat tatcatt\tac ccagctactg gtaagcctaa ccagatgtgg 
ttgccagttt tttat 



600 
660 
720 
780 
795 



<210> 32 

<211> 795 

<212> DNA 

<213> Artificial Sequence 



Q 
CI 



gacgatgtga catgttctgc atctgaacca acktagga tcgttggaag aaacggtatg 
cgtgttgatg ttcgggacga tgactttcat gac<Ltaacc aaatccaact ttggcctagt 
aagtctaata acgacccaaa ccaactttgg actatteaaga gagacggtac aatcaggtct 
aacggatctt gtcttactac atacggttac actgciggag tttacgttat gatttttgat 
tgcaacacag cagttagaga agctacaatc tggcaakct gggataacgg aactattatt 
ctcgtt ctaacttggt gcttgctgct tctagtg^yta ttaagggaac aactttgact 
gttcagactt 
agagaagtta 
tgggttgaaa 
ggaagtatca 
tctactgtta 
acaaacgagg 
aaccctaagt 
ttgccagttt 



120 
180 
240 
300 
360 




<210> 
<211> 
<212> 
<213> 



33 
20 
DNA 

Artificial Sequence 



<400> 

gtnmgngayg aygayttyca 



<211> 
<212> 
<213> 



20 
DNA 

Artificial Sequence 



<400> 34 
atytgrttng gyttnccng^ 



<210> 
<211> 
<212> 
<213> 



DNA 

Artificial Sequence 



<40O> 35 
cacagcagta ttacagtcga a 



<210> 
<211> 
<212> 
<213> 



DNA \ 
Artificial Sequence \ 



gtctatgtga tgatcttcga ctgt 



